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e Norms were developed using 4 sgmple of difference suggesting subtests do not
85% white and 15% black participants . . . .
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e Validation of the BACS across cultures Weak Model
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e Mecasurement invariance can be used to Token Motor subtest (TM) was not
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misrepresent cognitive abilities 1n
different groups
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e The present study examined the Partial Weak Model e With the exception of the TM, findings
measurement invariance of six BACS A O - suggest that subtests function similarly

subtests in a black and white sample -
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e The TM has both the lowest internal
consistency and factor loadings on the
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e Participants were black (n=429) and white
(n=475) individuals diagnosed with SSD BACS. TM has recently been removed
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from the Bipolar Schizophrenia Network from the BACS composite score

Model x> df p-value CFI SRMR | RMSEA | RMSEA 95% AIC

on Intermediate Phenotypes consortium ci calculation

Configural 37.35 18 .0047 983 0.060 .049 [.026, .071] 15509.73

e Measurement invariance involves Partial Weak | 49.15 | 23 | 0.0012 977 | 0.043 050 | [.031 .070] | 15514.76 ® Future research should examine the Utlllty

applving models of increasingl Model .
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