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Humoral immune responses to SARS-CoV-2 vaccines in an ozanimod open-label extension study
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Data are representative of fully vaccinated participants who were nucleocapsid antibody negative. The box-and-whisker plots show the median (horizontal line), Group-level analyses of serum samples from participants with prevaccine and >1 postvaccine samples (N=115) who were nucleocapsid antibody negative. The box- ' '
M t h d interquartile range (box), and minimal and maximal values excluding any outliers (vertical line). The P-value was determined by comparing log2 SARS-CoV-2 RBD titer and-whisker plots show the median (horizontal line), mean (large circles), interquartile range (box), and minimal and maximal values excluding any outliers (vertical Negative Positive
e o S differences between the mRNA and non-mRNA groups using a Student's t-test. line). P-values were determined by comparing log2 SARS-CoV-2 spike protein RBD titer differences between mRNA and non-mRNA participants at each time point in ) )
RBD, receptor binding domain; SARS-CoV-2, severe acute respiratory syndrome coronavirus 2. the linear regression model. Presence of nucleocapsid antibody
RBD, receptor binding domain; SARS-CoV-2, severe acute respiratory syndrome coronavirus 2. e Negative e Positive
* Part]C]pantS W]th RMS WhO Completed a phase 1_3 Ozan]mOd Cl]n]cal tr]al COUld enter the S]ngle- Table 2' RBD antlbOdy levels n mRNA and non-mRNA vaccine rEC'lp'lentS A total of 66.7% (26/39) of participants were nucleocapsid antibody positive before vaccination and 2.6% (1/39) were nucleocapsid antibody positive after vaccination;

arm, open-label, phase 3 DAYBREAK trial (Figure 1)

for the remaining 30.8% (12/39), the timing of nucleocapsid antibody positivity with regard to vaccination could not be determined from these data. A level of 0.8 U/mL,
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Female, n (%) 59 (74) 21 (72) 80 (73) Figure 4. RBD antibody levels vs ALC levels in fully vaccinated participants
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