IDCRP Correlates of immunity in SARS-CoV-2 post-vaccine infections in the Prospective Assessment of
SARS-CoV-2 Seroconversion (PASS) Study
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Neutralization assays used lentiviral pseudoviruses bearing SARS-CoV-2 S proteins from WT D614G (ns p=0.0627), Delta
variant (* p=0.0379) or Omicron subvariants BA.1 (* p=0.0114) and BA.1.1 (** p=0.0074)(n = 144 uninfected group; n= 34
post-vaccination infection group). P values determined using the Mann-Whitney U test.

showed that a 90% protection was associated with anti-S IgG serum levels > 7200 BAU/ml, B.1.617.2 ID50 > 1:1200 and BA.1.1
ID50 > 1:1400. An 80% protection was associated with anti-S IgG serum levels > 4900 BAU/mlI, B.1.617.2 ID50 > 1:1100 and
BA.1.1 ID50 > 1:900.
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