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Cefepime-taniborbactam inhibited the growth of 90.2% of the CRE at a
concentration of ≤16 µg/mL (Table 1).
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16 94.6 >16 74.5 >16 72.7 >16 42.8 >128 27.1
Serratia spp. (n=24) higher percentage than comparators (Table 1, Fig. 3).cefepime-taniborbactam and

comparator agents was

aFTB, cefepime with taniborbactam [taniborbactam fixed at 4 µg/mL]; CZA, ceftazidime-avibactam; C/T, ceftolozane-tazobactam; MEV, meropenem-vaborbactam; TZP, piperacillin-tazobactam. S=susceptible.
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Figure 2. MIC frequency distribution of cefepime-taniborbactam and comparator agents against 797 CRE
carrying carbapenemases
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were inhibited by cefepime-taniborbactam at ≤16 µg/mL than were susceptible to alldetermined according to CLSI 0% 0%
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