Standardized Measurement of SARS-CoV-2 Viral Load Over Time in
Respiratory Compartments and in Response to Remdesivir Treatment
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were enrolled at The Miriam Hospital and Rhode Island Figure 1A: Visit 1 Figure 1B: Visit 2 Figure 1C: Visit 3

Hospital in Providence, RI. m

* Serial respiratory samples [nasal (NA), nasopharyngeal * Respiratory inter-compartmental SARS-CoV-2 VL
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