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Figure 3. Pig inhibitor screen reveals a diverse range of bacterial species Figure 7: Purification of antimicrobial protein from D. incerta supernatant
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e Staphylococcus aureus is a bacterial pathogen that commonly infects the skin

* Methicillin-resistant S. aureus (MRSA) strains lead to >300,000 hospitalizations and $1.7B in
healthcare cost annually (2017)
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Figure 4. D. incerta secretes an antimicrobial protein that can be isolated from cell-free
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